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p73 Gene Polymorphism and Genetic Susceptibility to Non-Small Lung Cancer
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Hunan University of Technology> Zhuzhou Hunan 412007, China)

Abstract: Used PCR-CTPP to detect the p73 gene polymorphism among 100 patients with NSCLC and 120 healthy
controls respectively and DNA direct sequencing verified the results of genotypes. Analyzed the association between p73
gene polymorphism and NSCLC, and explored the correlation between p73 gene polymorphism and susceptibility to NSCLC
in the Hunan population. The experiment results showed that the results of PCR-CTPP and the sequencing genotyping
results were consistent, p73 genotype distribution in 100 lung cancer patients are as follows: GC/GC 60 cases (60%), GC/AT
36 cases (36%), AT/AT 4 cases (4%). Compared with the carriers of GC/GC genotype, the carriers of AT/AT genotype
significantly increased 3.4 times the risk of NSCLC (OR=3.387, 95%CI=1.055~10.875, P=0.032), also the carriers of GC/AT
genotype tended to increase the risk of NSCLC, but had no significantly difference (OR=1.183, 95%CI= 0.672~2.082,
P=0.561). The p73 gene polymorphism may have the relation with the susceptibility to NSCLC in the Hunan population.
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SRR R BE ARG AR W2 S e, iR R R ke
TEZEE, MEEHAEFAY . DNA BKERETFHE
TR B 77 Y 22 5 AT BE DR AN [R) AR g 1) 38t % B
SRR, RIS R R IR 22 A =2 TR AR DG T A B
T AR g A R AL EAE T BT BRI SR, X
it g 5 N A2 W R 00 2 o S A

p73 BT ARG IR 1p36.33 18, WIFEAI
1Ep73 %6 2 SN F RIS T AUG bl 22302
R AFEAE 2 > AR IR AR H R Z 51 (G4C14-
A4T14), PIRERZER RGP, CABIRRX 2 N2
A A IR AR DGR HEA T TR, (HE5 IR
—8, AW, HEAE T AROREE PR B
N AT SRS R XU L Go/ge B S8 ks e ;A
B, —WFE R, HE AR AT AR R
it XS S 25 R AR 5 IS R B, FERE EINOFTH
AN HE IR b 22 3 e RE e XU I .35 AH S
XA R R, AR ARET p73 G4C14-A4T14
2225 5 i 98 RIS AR DG AT REAS [R]

HET, KRR R A IRZ Fr, W pCR-
RFLP. PCR-CTPP. PCR-SSCP. MIFF5%. HH pCr-
RFLP LA 2% HL 2R, S5 BRI MU A1
PCR-SSCP i HABMidr , 25 RNM% DNA WTF 1
JE 5 MR DNA RAZR) “EiriE”, HER
HAh ey, JoikE N TG R . 10 pPCR-CTPPHAR
BUAEAR . AR B A5 R, FrDAA SO T
i - X REFFE, RH PCR-CTPP ( polymerase chain re-
action with confronting two-pair primers NEAS S HAEN
FP s 2 HL DX 100 Ml AR B AN 120 f0E X R
BIMPEHAT T p73 Z8VERGIN, M504 1 H 5 hE
ARG, BRI R X AR D p73 BRI 2280 S
Tt AL 5y BRI C R .

1 #HREFE

1.1 MRWKR

A SCHSCAR W) T 2 A U T v B B ) e 4 e e
BB/ RIR 2013 4 1 H—2014 4 4 AEBEERH RN
WRES, ALEE 100 PR B8 F0 120 BREREXT R
MAE T REAEPUEEE T T - 80 “CHRK I KA P IR A7
FITA BIEFE R REGRVEIE R B, ARETER B e P
Rt HER &
12 EEMHSE

FEIRAHRA : k1. . JOKCEE, N
BELOWmR . AALEN. SEELE (0. RO HE
(ethidium bromide, EB ). £ &MU (ethylene di-
amine tetraacetic acid, EDTA ). WERIRSE, Y™

oYM, b E 24 Ak R R A BR A R A B
REWE , PUBE Biowest A FIZE™; PCR Master Mix, DNA
Marker 100 ladder, DNA Marker 5000 ladder , Tris-base »
Mg T AR TR IR R AT

FERE A . 1F300-150 HVKHL, IIshin Lab
ANF; XMT-DA THIRAKE S, Atk WA AR
NFl; Centrifuges41 0L, Eppendof2Fl; 101-1AB
HL R G TR A, R T 28 TR A AR A PR )
S0100 ¥, FE[E Labnet 275 WD-900SL 23-2 il
e, A% 2HARA R DYy-10C UKL, JER075—
AR5 11200328 BEMAAGAN, LAt FIH AR T B &
JRARA ] 9700 FEE T, ABIZAH].
1.3 DNAHRJ$RE

A I A E I $EBOE 241 DN A SR AR R
M KD, BAREAE Ry B -80 COKURAYHLEE &
T 37 CHEBRKBH DA, 300 uL T 1.5 mL EP
B, AR EZEK (ddH,0) 900 uL, EA1JELA
10 000 r/min ¥ # B0 3 min, 7+ BB A 100 uL
WM 5 mol/L MY KIIFWK, &% 30 s fHHFE /MRS
FIA 300 puL 0.9 % NaClUAH . 750 L A5 /5 86w (4
UL R 24:1 ) IREW, SRR 30 s, LAMIRSIG
110 000 r/min ¥ # B0 10 mins W 400 pL BIH
BT 7 —BPET, 400400 uL A HEE, BEIRSE
112 000 r/min ## B0 5 min, 37 FIFH; H11 mL70 %
LTI, DL 12 000 r/min 5 00 5 min; S OEE, T
EIOHER; A 80 uL TE ZEmil, 155 C TR
10~20 min, EHEAE, [RG5S min 85— $REGE
Je R BRSO 1% BREEE A H vk Al , P %E
JEAGAOMEE I SRR, $RIBUR I DNA i
A =20 COKF P IRAFE
1.4 PCR-CTPP &Rt p73 EE5rEY

Kl p73 BEHSS 2 SMEF G4C14-A4T 14 FLsi Y
PCR-CTPP 515N T3 1, 5194 BilgATAEY)
TAEA FRA A 8 PCRIVAA R H15 uL:7.5 uL PCR
master mixiE T ,2.5 uL ddH,0, PIXI5 1405 L,
1 pL R DNA. PCR RILAIE: TE 95 CHUEME
5min. 7E£95 CEM 40, 1E60 CIB KA 405, 1E
72 CHEM 40 s, I35 MBI, FJFTE 72 CLEM S mine
SN IE5ENS, HU10 uL PCRYISIREIERS),
NJFAYECN 29% BARHEEE AL L, B LS A0
SRR R . G EAREAR p73 BERpBIZE R,
FAMEC Ly p73 19 3 FRAFRIZE R R (Ge/GC Y, AT/AT
A, Ge/AT ) W83 peR ¥ 177, X2 BilgA:
AW w56 UE
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Table 1 The two pairs of primers by PCR-CTPP
319 4 F A5 3) Kyip Tnf/
EU#hS1¥I(F1) CCACGGATGGGTCTGATCC 19 61.9
UM IPIR1) GGCCTCCAAGGGCAGCTT 18 61.9
EWNTI¥I(F2) CCTTCCTTCCTGCAGAGCG 19 61.9
NUFNEIPIR2) TTAGCCCAGCGAAGGTGG 18 59.6

1.5 ZitFESH

DA 2 K62 58 5 E A ) A R e R 241 v L R 78
SRR R oA 2257, RIIZ R Logistic [MIHE
ORsfH . 95%CIE3HT p73 JLPH 255 i st 14
JEPERIAE DG . AT B 4R A Spss 17.0 b3, DU
P<0.05 FREFAGITFE L.

2 HZR5WiE

2.1 EFEZDNAKEE

K1 iR B4 DN A FLIKE . SR B E >
BON 19 BNEPEEE R VA, W RN, 91~ DNA
FERL B EA — S BEW 52, H DNA FED S5
WA A, TE1.5~2.2 20, ULHZEEZ DNA FEEUL

260 280

o1, ATUHT T —2F pCR-CTPP ¥ #5550

M 1 2

M: 5000 bp DNA ladder marker; 1~9: X DNA #F il %1
1 DNAIRAEHEEEAC X E
Fig.1 The agarose gel electrophoresis of DNA samples
2.2 PCR-CTPPi&EXd p73 BEE S BIEE
&2 2y PCR-CTPP § H5 MIRI LUK I8 . KB,
p73 2P pCR 4 2 BT 0B 29 SR HEEE
VKK, 5 DNA Marker 255 HH FLELS, &SUKE 44 1S
Wi, AL 3 # DNA B, Herp T HE S 408,
270 F1193 bp =90 GC/AT BY; 428, 193 bp P

ZFAFHINGC/GCTY 428,270 bp PRI NAT/ATEL .
1 2 3 4 5 6 7

M: 100 bp DNA Ladder Marker; Lane 1, 3, 4 N GC/AT 24;
Lane 2. 5, 6 7 GC/GC %5 Lane 7. 8 N AT/AT %

2 p73 PCR-CTPP k&R
Fig. 2 The electrophoresis of p73 gene by PCR-CTPP
2.3 EHENFRIE
BEXE ik p73 FEA 0T 3 FRESR, BB ST,

S2, S3IEE AL T A TARA Wl 3 AT
SR 3 Fs. AE 230 A1 240 bp PIAE (ANETTHERS
TE), b SRR A —i) g U c I, o Hh ey
GC ZEHAL; FEhf $2 7E 230 bp AL E] G 1A A
W, 7E 240 bp AL AINE] C WA T W, sy
GC/AT HEHAL; TR o3 Al 21 B — ) A IR T U,
KU AT/AT FEFT . MFPE5 Rl R Y] DNA H%
WS pCR-CTPP AR P RIS RS 43

c) S3
3 p73 EE PCR =Y E
Fig. 3 The sequencing pattern of p73 gene PCR product

24 GEitsath
2.4.1 AR Z A EAR A S AT

AICH 100 BIRGIZHA 120 FIXBRH R SE T 74
TEDL R 20 F il W AF S R Il 22 F- 34 0 e 12
H(P=0.824, ¥’=0.049 5 P=0.225, x*=1.471 ), M&il
PR -7 95 (9 A Fn ot B 2] T 2 35 25 S ( p=0.596,
¥=0.281 Do AEIZ MR T HHs (1 28 B db 35 1% B
PIFA RBEIEZESR (P=0.000, x*=15.450 ). WA
i 2G0T A AR IRURS: R T e L X 5 A
) B s fe B PR 5o

x2  FiER AR IEE X RER— RS
Table 2 General character analysis of

lung cancer cases and controls

e I 1) 40 X} B 2 i .
5L H " N = N P x°
A B 7R o AN B B %

< 46 46 57 475

gy S 0.824 0.049
45 54 54 63  52.5
4 74 97  80.8

2 5 % ! 0.225 1.471
& 26 26 23 19.2

Wz HH 269 69 o 42.5 0 15.450

w31 31 69  57.5 )

B 41 41 45 375

S A 0.596 0.281
& 59 59 75 62.5
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2.42 p73 KRB % AL A R 64 48 K AT

P 11 ZHLANXT HEZE v 73 kDR AL RS0 e LR A
BRI 3. F52RRML, 100 BIIES 4 Go/ge 2EH
BN 60%. GC/AT ZEFELN 36%., AT/AT HEFEN
4%, T 120013 B4 H GC/Ge, GC/AT FTAT/AT 2E
RIS 0K 52%, 37% F12%, 2 AERHAST
X (P=0.032, x’*=4.594 ). ZHE Logistic FIH5
Prigas, 5% p73 Go/Ge REH B AL, #541 AT/
AT FER B35 5 itz £ KU X5 3.4 7% ( OR=3.387,
95%CI=1.055~10.875, P=0.032 ), MM#5i GC/ATHEH
R filigess OB th, S 3 i a4, (A2 BB 2R
( OR=1.183 95%CI=0.672~2.082, P=0.561 ), #5f p73
AT FAAE A R AR 25 (0 it 8 £ IKUR: HE G PR 7R
PIRLE N 1.60% (OR=1.519, 95%CI=0.985~2.345,

P=0.058 )-
&3 p73EEBANEALE F K 5 5 Al KU B8 X 1
Table 3 The correlation of p73 Genotype and allele
frequencies with the risk of lung cancer

flffﬁéﬂ/lﬁ L/ Pl 2

FE A y x° OR(95%CI)
GC/GC 6 0 600 - - 1.000(reference)
GC/AT 36 36 0.561 0.039 1.183(0.672~2.082)
AT/AT 4 4 0.032 4.594 3.387(1.055~10.875)
GC allele 156 78 - - 1.000(reference)

AT allele 44 22 0.058 3.596 1.519(0.985~2.345)

3 ik

ABFFERIIN P25 3 7R PCR-CTPP ARG 21y
LA RIZE A DNA L0 745 31 1 L R 43 B 8 21
e85, W] pCR-CTPP & —FhIE &I HERE R
FL) SNP SRR AR, HoAA R R N

GUiTaE LW, R pIA Xt A i 22 7 B 40
A (P=0.032, x*=4.594 )o 73HT /RS54 p73
GC/GC HERBIF LA, #5417 AT/AT BB B i
SRR KBTI N 3.4 £, TS Go/AT 3R A il
JRUBS s SRS R g, R TC M 2 R . HE p73
AT S5 R R 28 1 i S XU L G BRAS 7R
IS 1.6 1<

i BTk, AR p73 B Z AT RS
{ﬁﬂf’ﬁi{ﬁl:}kﬁifllid\?ﬂiﬂ@ﬁﬂiﬁﬁ WAL Gy A O, R
BEARBAKNZ, ARSI —MEE, 5
W KA, p73 %IEEIF/MHH@HWEW&E&
J v A HAARAE FH T E— 2 E ST
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